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IEMFileVersion 4
Investigator Name Sample
Experiment Name Sample
Date 00/00/0000
Workflow GenerateFASTQ
Application FASTQ Only
Assay TruSeq LT
Description Sample
Chemistry Default
[Reads]

151

151
[Settings]
ReverseComplement 0
Adapter AGATCGGAAGAGCACACGTCTGAACTCCAGTCA
AdapterRead2 AGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT
[Data]
Sample_ID Sample_Name [Sample_Plate|Sample_Well |I7_Index_ID |index Sample_Proje|Description
Sample Name Adapter 1 AACGTG
Sample Name Adapter 2 CAGATC
Sample Name Adapter 3 GTACGC
Sample Name Adapter 4 TATCAG
Sample Name Adapter 5 TCTTCA
Sample Name Adapter 6 CTAAGG
Sample Name Adapter 7 GAGTTA
Sample Name Adapter 8 AAGGTA
Sample Name Adapter 9 ACGCTC
Sample Name Adapter 10 [AGATCG
Sample Name Adapter 11 |[ATCCTG
Sample Name Adapter 12 |GACTAG
Sample Name Adapter 13 [ATGCCT
Sample Name Adapter 14 [CATCAA
Sample Name Adapter 15 |AGTACA
Sample Name Adapter 16 [GAATCT
Sample Name Adapter 17 |GATAGA
Sample Name Adapter 18 |GCTCGG
Sample Name Adapter 19 |GTCTGT
Sample Name Adapter 20 [TCCGTC
Sample Name Adapter 21 |TGAAGA
Sample Name Adapter 22 |AACGCT
Sample Name Adapter 23  |ACGTAT
Sample Name Adapter 24 |AGTCAC




